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Two Cases of Three-banded Patterns of Short Tandem Repeat Loci
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Abstract ; Two cases of three-banded pattern were detected with their saliva spots and hairs by Goldeneye 20A kit, Pow-
erPlex 6C, Investigator 24plex QS and Huaxia Platinum kit. One case of tri-allele in children in D18S51(15/16/17) and
the type of this loci of the children’ s mother is 13 and 16, another case of tri-allele in father in D7S820(8/11/12) and
the child is 10 and 11 were genotyped with Goldeneye 20A kit. The results of saliva spot and hair samples are consistent
with those of FTA blood card. The results were the same as those by PowerPlex 6C, Investigator 24plex QS and Huaxia
Platinum kit. More attention should be paid to the paternity testing because of the rare three-banded patterns of STR loci.
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Fig.1 Two types of three-banded pattern of STR loci
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Tab.1 Two cases of three-banded pattern of paternity test

Loci Sample type Sample source Chromosome position Genotype Three-banded patterns type
D7S820 Father and child  Father 7q21.11 8/11/12 Typel
D18S51 Mother and child  Child 18¢21.33 15/16/17 Typel

i 13 X} STRbase %48 045 % , &30 H A5 H 1
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Fig.2 Validation of two cases of three-banded patterns of paternity test with four Kits
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Tab.2 Genotype of three-banded patterns of 22 autosomal STR loci

FGA(40) CSF1PO(9) vWA(26) D3S1358(10) D8S1179(22) D18S51(44)
17/19/22 7/8/11 10.3/15/18 14/15/16 9/11/13 8/11/15
18/24/25 8/12/13 11/16/17 14/17/21 10/11/12 10/12/16

18.2/21/23 9/11/12 12/14/15 14/18/19 10/11/17 10/13/14
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F2(4)

FGA(40) CSF1PO(9) vWA(26) D3S1358(10) D8S1179(22) D18S51(44)
18.2/22/23 9/12/13 12/18/19 15/16/17 10/12/13 11/13/17
18.2/24/25 10/11/12 14/15/16 15/17/18 10/12/14 12/13/14
19/20/21 10/12/13 14/15/17 15/18/21 10/12/15 12/13/15
19/20/22 10/13/14 14/15.1/17 16/17/18 10/13/14 12/13/16
19/20/23 11/12/13 14/15/18 16/17/19 10/14/15 12/13/18
19/20/24 11/13/14 14/16/18 16/18/19 11/12/13 12/14/15
19/20/26 THO1(5) 14/16/19 17/18/19 11/13/14 12/14/18
19/21/22 6/8/9 14/17/18/ D5S818(7) 11/14/15 12/15/19
19/22/23 6/9/10 14/18/19 7/10/11 11/15/16 12/16/17
19/22.3/23 7/8/9 15/16/17 9/12/13 12/13/14 12/17/18
19/23/24 7/9/9.3 15/16/20 10/11/12 12/13/15 12/18/19
19/24/25 8/9/10 15/17/18 10/12/13 12/14/15 13/14/15
19/25/26 TPOX(17) 15/17/19 10/13/14 12/15/16 13/14/16
20/21/22 6/8/10 15/18/19 11/12/13 12/16/17 13/14/17
20/21/23 6/9/10 15/19/20 11/13/14 12/17/18 13/14/21
20/21/24 6/10/11 15/20/21 D7S820(22) 13/14/15 13/15/16
20/22/23 6/10/12 16/17/18 8/8.1/10 13/15/16 13/15/19
20/23/24 7/8/10 16/17/19 8/9/9.1 14/15/16 14/15/16
20/29/30 7/9/10 16/18/19 8/9/10 14/16/17 14/15/17
21/22/22.2 7/10/11 17/18/19 8/9/11 D21S11(27) 14/15/19
21/22/23 8/9/10 17/18/20 8/9/12 26/28/29 14/15/22
21/22/24 8/9/11 17/19/20 8/10/11 27/31.2/33.2 14/16/17
21/24/25 8/10/11 18/19/20 8/10/10.1 28/29/30 14/16/18
21/25/26 8/10/12 23/24/25 8/10/13 28/29/31 14/16/22
21/25/46.2 8/11/12 D13S317(16) 8/10/14 28/29/33.2 14/17/18
21/26/27 8/11/14.3 5/8/13 8/11/12 28/30/31 14/18/19
22/23/24 9/10/11 8/9/11 8/13/16 28/30/31.2 14/19/20
22/24/25 9/10/12 8/9/12 9/9.1/10 28/30.2/32 15/16/20
22/25/26 9/11/12 8/9/13 9/9.1/11 28/30.2/32.2 15/16/17
22/26/27 10/11/12 8/10/11 9/9.1/11 28/31/32 15/17/18
22.2/23/23.2 D16S539(13) 8/11/12 9/9.1/12 28/31.2/32.2 15/18/19
22.2/23/25 7/11/12 8/11/13 9/10/10. 1 29/30/31 15/19/20
23/24/25 9/9.2/11 8/13/14 9/10/14 29/30/32 15/23/24
23/25/26 9/10/11 9/10/11 9/11/14 29/30/32.2 15/24/25
23/27/29 9/10/12 9/11/12 10/10.1/11 29/30/33.2 16/17/18
24/25/26 9/11/12 9/13/14 10/11/12 29/30.2/31.2 16/17/19
24/26/27 9/13/14 10/11/12 10/11/13 29/31/32 16/17/20
25/26/27 9.2/11/12 10/11/15 10/11/14 29/31.2/32.2 16/19/20
25/28/29 10/12/13 10/12/13 10/12/14 29/32.2/33.2 16/21/22
SE33(19) 10/12/14.2 10/12/17 11/11.1/12 30/30.2/31/25 17/18/19
<4.2/19/26.2 11/12/13 11/12/13 11/12/12.1 30/30.2/33.2 17/19/20
13/19/20 11/13/14 11/12/14 11/12/14 30/31/32 19/20/21
14/29.2/30.2 12/13/14 11/13/14 11/12/17 30/31/33.2 19/22.2/23.2
16/19/20 12/14/15 11/14/15 Penta E(15) 30/33.2/34 Penta D(12)
17/18/19 D2S1338(12) 13/14/15 5/7/16 30.2/32.2/33.2 2.2/6/9
17/18/19.2 16/22/24 D12S391(3) 7/8/14 31/32/33 2.2/10/11
17/18/30.2 17/18/25 17/18/20 7/8/16 31.2/34.2/35.2 8/10/12
18/21/22 17/19/21 17/19/20 7/17/18 32.2/37/38 8/10/13
18/31.2/32.2 17/21/22 18/19/22 9/16/17 D19S433(12) 9/10/12
19/20/22.2 17/24/25 D10S1248(2) 11/12/14 12/13/14 9/10/13
20/21/23.2 17/25/26 12/13/15 11/14/15 12/14/15 9/11/12
20/21/24.2 18/19/20 13/14/16 11/16/17 12/15.2/16.2 9/12/13
21/29.2/30.2 19/20/22 D22S1045(3) 12/17/18 12.2/13.2/14 9/12/14
23/24/26.2 20/21/22 11/15/16 12/20/21 13/14/15 10/11/13
23.2/26.2/27.2 20/22/23 12/13/16 12/21/22 13/14/16 10/12/13
24.2/26.2/30.2 20/25/26 15/16/17 13/14/17 13/15/16 10/13/14
26.2/30.2/31.2 25/27/28 D1S1656(5) 13/16/17 14/14.2/15
27.2/29.2/30.2 12/13/15.3 13/21/22 14/14.2/15.2
28.2/29.2/30.2 14.3/15/16 14/18/19 14/15/16

15/15.3/16 15/16/17 14/15.2/16.2

15.3/16/17 16/17/18 14/16.2/17.2

16/17/18.3
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