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The ISSR Analysis of 24 Dendrobium officinale Germplasm Resources
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Abstract ; The genetic diversity and genetic relationship of 24 Dendrobium candidum germplasms with different yields
were studied by ISSR molecular markers in this study. Seven ISSR primers were screened to amplify genomic DNA of
Dendrobium officinale by PCR. A total of 92 DNA bands were obtained, of which 84 were polymorphic, and the poly-
morphic ratio (PPB)was 91.3% . By POPGENE 32 analysis, the average of observed number of alleles(Na)is 1.913 0,
effective number of alleles (Ne)is 1.528 3, Nei’ s genetic diversity (H)is 0.310 0 and the Shannon’ s information in-
dex(I)is 0.465 0. The genetic similarity ( GS) of twenty four varieties by NTSYS-pc software ranged from 0.478 3 to
0.913 0. Cluster analysis showed that 24 cultivated populations of Dendrobium officinale could be divided into three
groups. The results showed that the genetic diversity of Dendrobium officinale germplasm resources was abundant. It pro-
vides a reliable theoretical basis for comprehensively understanding the genetic background, the selection, introduction

and promotion of Dendrobium officinale in this research.
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Tab.1 The 24 germplasms resources of Dendrobium officinale

Serial Germplasm o

number number Origin

1 ALH-1 Huoshan County,Lu’ an City, Anhui Province
2 ALH-2

3 ALH-3

4 ALH4

5 ZYF-1 Furong Town, Yueqing City,Zhejiang Province
6 ZYF-2

7 ZYH-1 Honggiao Town, Yueqing City, Zhejiang Province
8 ZYH-2

9 ZYH-3

10 Fz-1 Zhangpu County , Zhangzhou City, Fujian Province
11 FZ-2

12 ZYD-1 Dajing Town, Yueqing City, Zhejiang Province
13 ZYD-2

14 JY-1 Yingtan City, Jiangxi Province

15 JY=2

16 JY-3

17 YK-1 Kunming City, Yunnan Province

18 YK-2

19 YK-3

20 YK4

21 HN-1 Xinning County , Hunan Province

22 HN-2

23 HN-3

24 HN-4
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Tab.2 PCR amplification results of genomic DNA in Dendrobium officinale by 7 ISSR primers

Annealing

Total number Number of Polymorphic

Primer  Base sequence temperature (°C ) of strips polymorphic bands  band ratio (% )
807 AGAGAGAGAGAGAGAGT 54 12 1 91.7

834 AGAGAGAGAGAGAGAGYT 53 5 2 40

835 AGAGAGAGAGAGAGAGYC 56 18 18 100

840 GAGAGAGAGAGAGAGAYT 52 15 14 93.3

841 GAGAGAGAGAGAGAGAYC 54 12 1 91.7

881 GGGTGGGGTCCGCTE 61 18 17 94. 4

888 BDBCACACACACACACA 49 12 1 91.7

Total 92 84 91.3

Average 13.1 12 91.3
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Fig.1 PCR amplification results of genomic DNA in Dendrobium officinale with 840 primer
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Fig.2 Molecular clustering map of 24 Dendrobium officinale germplasm resources
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